Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.002 Å; R factor = 0.045; wR factor = 0.124; data-to-parameter ratio = 11.8.
Related literature
The title compound is an important organic synthesis intermediate. For background to its applications, see: Wen et al. (2009) . For the synthetic procedure, see: Li et al. (2011) . For bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data C 7 H 10 N 2 M r = 122.17 Monoclinic, P2 1 =c a = 11.836 (2) Å b = 7.7160 (15) Å c = 7.7430 (15) Å = 90.72 (3) V = 707.1 (2) Å 3 Z = 4 Mo K radiation = 0.07 mm À1 T = 291 K 0.3 Â 0.2 Â 0.1 mm
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (North et al., 1968) T min = 0.979, T max = 0.993 2693 measured reflections 1300 independent reflections 962 reflections with I > 2(I) R int = 0.060 3 standard reflections every 200 reflections intensity decay: 1% Refinement R[F 2 > 2(F 2 )] = 0.045 wR(F 2 ) = 0.124 S = 1.00 1300 reflections 110 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.13 e Å À3 Á min = À0.12 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of C1-C6 ring. Symmetry codes: (i) Àx þ 1; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) x; Ày þ 1 2 ; z À 3 2 ; (iv) x; Ày À 1 2 ; z À 1 2 .
Data collection: CAD-4 Software (Enraf-Nonius, 1985); cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo,1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
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Figure 1
The molecular structure of (I), with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level.
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Figure 2
A packing diagram of (I). Hydrogen bonds are shown by dashed lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-Methylbenzene-1,2-diamine
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (8) 0.0009 (7) 0.0021 (7) 0.0128 (7) Geometric parameters (Å, º)
C1-C2 1.373 (2) C5-N2 1.4092 (19) C1-C6 1.389 (2) C6-C7 1.499 (2) C1-H1 0.9300 C7-H7A 0.98 (2) C2-C3 1.374 (2) C7-H7B 0.99 (2) C2-H2 0.9300 C7-H7C 1.01 (2) C3-C4 1.388 (2) N1-H1A 0.91 (2) C3-H3 0.9300 N1-H1B 0.89 (2) C4-N1 1.4023 (19) N2-H2A 0.84 (2) C4-C5 1.408 (2) N2-H2B 0.90 (2) C5-C6 1.392 (2) 
